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<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



4 <110> 

5 

6 

7 

8 

11 <120> 
PAR-1 KINASE, 
12 
13 

16 <130> 
18 
19 
21 
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25 
26 
27 
28 
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31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
45 
46 
47 
48 
49 
50 
51 
52 
53 
54 
55 
56 
57 
58 
59 



NTERED 



APPLICANT: Sun, Tian-Qiang 
Feng, Jia-Jia 
Reinhard , Christoph 
Fantl, Wendy J, 
Williams, Lewis T. 

TITLE OF INVENTION: ISOLATION OF DROSOPHILA AND HUMAN POLYNUCLEOTIDES ENCODING 



POLYPEPTIDES ENCODED BY THE POLYNUCLEOTIDES AND METHODS UTILIZING THE 
POLYNUCLEOTIDES AND POLYPEPTIDES 
FILE REFERENCE: PP- 016093 . 002/200130 . 525 
<140> CURRENT APPLICATION NUMBER: US/09/919, 585 
<141> CURRENT FILING DATE: 2001-07-30 
<160> NUMBER OF SEQ ID NOS : 22 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO: 1 
LENGTH: 2271 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 

gaattaaagt gcagtaaaat gtccactagg accccattgc caacggtgaa tgaacgagac 
actgaaaacc acacgtcaca tggagatggg cgtcaagaag ttacctctcg taccagccgc 
tcaggagctc ggtgtagaaa ctctatagcc tcctgtgcag atgaacaacc tcacatcgga 
aactacagac tgttgaaaac aatcggcaag gggaattttg caaaagtaaa attggcaaga 
catatcctta caggcagaga ggttgcaata aaaataattg acaaaactca gttgaatcca 
acaagtctac aaaagctctt cagagaagta agaataatga agattttaaa tcatcccaat 
atagtgaagt tattcgaagt cattgaaacc gaaaaaacac tctacctaat catggaatat 
gcaagtggag gtgaagtatt tgactatttg gttgcacatg gcaggatgaa ggaaaaagaa 
gcaagatcta aatttagaca gattgtgtct gcagttcaat actgccatca gaaacggatc 
gtacatcgag acctcaaggc tgaaaatcta ttgttagatg ccgatatgaa cattaaaata 
gcagatttcg gttttagcaa tgaatttact gttggcggta aactcgacac gttttgtggc 



agtcctccat acgcagcacc tgagctcttc 
gatgtgtgga gtctgggggt cattttatac 
gggcaaaacc taaaggaact gagagagaga 
tacatgtcta cagactgtga aaaccttctc 
cgcggcactc tagagcaaat catgaaggac 
gaactcaaac catttgttga accagagcta 
atggtgggaa tgggatattc acaagaagaa 
gatgaaatca cagctacata tttgttattg 
gattccagtt ctagcagcaa tctttcactt 
aacagtactg gccagtctcc tcaccacaaa 
caaagacgct acagtgacca tgctggacca 
aggagtcaga ccagcactgc agatagtgac 
tcaagtggca gtgctgttgg aggaaaggga 
gcaagtaatc ctaataaggc ggatattcct 
agtaacacag catctggtgg aatgacacga 
acagctgata gacactcagt gattcagaat 
agaactccag ttgcttcaac acacagtatc 
ttcccaagag gcactgccag tcgtagcact 



cagggcaaga aatatgacgg gccagaagtg 
acactagtca gtggctcact tccctttgat 
gtattaagag ggaaatacag aattcccttc 
aaacgtttcc tggtgctaaa tccaattaaa 
aggtggatca atgcagggca tgaagaagat 
gacatctcag accaaaaaag aatagatatt 
attcaagaat ctcttagtaa gatgaaatac 
gggagaaaat cttcagagct ggatgctagt 
gctaaggtta ggccgagcag tgatctcaac 
gtgcagagaa gtgtttcttc aagccaaaag 
gctattcctt ctgttgtggc gtatccgaaa 
ctcaaagaag atggaatttc ctcccggaaa 
attgctccag ccagtcccat gcttgggaat 
gaacgcaaga aaagctccac tgtccctagt 
cgaaatactt atgtttgcag tgagagaact 
ggcaaagaaa acagcactat tcctgatcag 
agtagtgcag ccaccccaga tcgaatccgc 
ttccacggcc agccccggga acggcgaacc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
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60 gcaacatata atggccctcc tgcctctccc agcctgtccc atgaagccac accattgtcc 1800 

61 cagactcgaa gccgaggctc cactaatctc tttagtaaat taacttcaaa actcacaagg 1860 

62 aggcttccaa ctgaatatga gaggaacggg agatatgagg gctcaagtcg caatgtatct 1920 

63 gctgagcaaa aagatgaaaa caaagaagca aagcctcgat ccctacgctt cacctggagc 1980 

64 atgaaaacca ctagttcaat ggatcccggg gacatgatgc gggaaatccg caaagtgttg 2040 

65 gacgccaata actgcgacta tgagcagagg gagcgcttct tgctcttctg cgtccacgga 2100 

66 gatgggcacg cggagaacct cgtgcagtgg gaaatggaag tgtgcaagct gccaagactg 2160 

67 tctctgaacg gggtccggtt taagcggata tcggggacat ccatagcctt caaaaatatt 2220 

68 gcttccaaaa ttgccaatga gctaaagctg taacccagtg attatgatgt & t \^/ 2271 

70 <210> SEQ ID NO: 2 

71 <211> LENGTH: 2271 

72 <212> TYPE: DNA 

73 <213> ORGANISM: Homo sapiens 

75 <400> SEQUENCE: 2 

76 cttaatttca cgtcatttta caggtgatcc tggggtaacg gttgccactt acttgctctg 60 

77 tgacttttgg tgtgcagtgt acctctaccc gcagttcttc aatggagagc atggtcggcg 120 

78 agtcctcgag ccacatcttt gagatatcgg aggacacgtc tacttgttgg agtgtagcct 180 

79 ttgatgtctg acaacttttg ttagccgttc cccttaaaac gttttcattt taaccgttct 240 

80 gtataggaat gtccgtctct ccaacgttat ttttattaac tgttttgagt caacttaggt 300 

81 tgttcagatg ttttcgagaa gtctcttcat tcttattact tctaaaattt agtagggtta 360 

82 tatcacttca ataagcttca gtaactttgg cttttttgtg agatggatta gtaccttata 420 

83 cgttcacctc cacttcataa actgataaac caacgtgtac cgtcctactt cctttttctt 480 

84 cgttctagat ttaaatctgt ctaacacaga cgtcaagtta tgacggtagt ctttgcctag 540 

85 catgtagctc tggagttccg acttttagat aacaatctac ggctatactt gtaattttat 600 

86 cgtctaaagc caaaatcgtt acttaaatga caaccgccat ttgagctgtg caaaacaccg 660 

87 tcaggaggta tgcgtcgtgg actcgagaag gtcccgttct ttatactgcc cggtcttcac 720 

88 ctacacacct cagaccccca gtaaaatatg tgtgatcagt caccgagtga agggaaacta 780 

89 cccgttttgg atttccttga ctctctctct cataattctc cctttatgtc ttaagggaag 840 

90 atgtacagat gtctgacact tttggaagag tttgcaaagg accacgattt aggttaattt 900 

91 gcgccgtgag atctcgttta gtacttcctg tccacctagt tacgtcccgt acttcttcta 960 

92 cttgagtttg gtaaacaact tggtctcgat ctgtagagtc tggttttttc ttatctataa 1020 

93 taccaccctt accctataag tgttcttctt taagttctta gagaatcatt ctactttatg 1080 

94 ctactttagt gtcgatgtat aaacaataac ccctctttta gaagtctcga cctacgatca 1140 

95 ctaaggtcaa gatcgtcgtt agaaagtgaa cgattccaat ccggctcgtc actagagttg 1200 

96 ttgtcatgac cggtcagagg agtggtgttt cacgtctctt cacaaagaag ttcggttttc 1260 

97 gtttctgcga tgtcactggt acgacctggt cgataaggaa gacaacaccg cataggcttt 1320 

98 tcctcagtct ggtcgtgacg tctatcactg gagtttcttc taccttaaag gagggccttt 1380 

99 agttcaccgt cacgacaacc tcctttccct taacgaggtc ggtcagggta cgaaccctta 1440 

100 cgttcattag gattattccg cctataagga cttgcgttct tttcgaggtg acagggatca 1500 

101 tcattgtgtc gtagaccacc ttactgtgct gctttatgaa tacaaacgtc actctcttga 1560 

102 tgtcgactat ctgtgagtca ctaagtctta ccgtttcttt tgtcgtgata aggactagtc 1620 

103 tcttgaggtc aacgaagttg tgtgtcatag tcatcacgtc ggtggggtct agcttaggcg 1680 

104 aagggttctc cgtgacggtc agcatcgtga aaggtgccgg tcggggccct tgccgcttgg 1740 

105 cgttgtatat taccgggagg acggagaggg tcggacaggg tacttcggtg tggtaacagg 1800 

106 gtctgagctt cggctccgag gtgattagag aaatcattta attgaagttt tgagtgttcc 1860 

107 tccgaaggtt gacttatact ctccttgccc tctatactcc cgagttcagc gttacataga 1920 

108 cgactcgttt ttctactttt gtttcttcgt ttcggagcta gggatgcgaa gtggacctcg 1980 

109 tacttttggt gatcaagtta cctagggccc ctgtactacg ccctttaggc gtttcacaac 2040 

110 ctgcggttat tgacgctgat actcgtctcc ctcgcgaaga acgagaagac gcaggtgcct 2100 
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111 


ctacccgtgc gcctcttgga gcacgtcacc ctttaccttc 


acacgttcga cggttctgac 


2160 


112 


agagacttgc cccaggccaa attcgcctat agcccctgta 


ggtatcggaa gttt£tataa 


2220 


113 


cgaaggtttt aacggttact cgatttcgac attgggtcac 


taatactaca X.uf 


2271 


115 


<210> SEQ ID NO: 


: 3 


























116 


<211> LENGTH: 744 


























117 


<212> TYPE: 


PRT 




























118 


<213> ORGANISM: 


Homo sapiens 




















120 


<400> SEQUENCE: 


3 


























121 


Met 


Ser 


Thr 


Ara 


Thr 


Pro 


Leu 


Pro 


Thr 


Val 


Asn 


Glu 


Arg 


Asp 


Thr 


Glu 




122 


1 








5 










10 










15 






123 


Asn 


His 


Thr 


Ser 


His 


Gly 


Asp 


Gly 


Ara 


Gin 


Glu 


Val 


Thr 


Ser 


Ara 


Thr 




124 








20 










25 










30 








125 


Ser 


Ara 


Ser 


Glv 


Ala 


Ara 


Cvs 


Ara 


Asn 


Ser 


He 


Ala 


Ser 


Cvs 


Ala 


Asp 




126 






35 










40 










45 ■ 










127 


Glu 


Gin 


Pro 


His 


He 


Gly 


Asn 


Tyr 


Ara 


Leu 


Leu 


Lys 


Thr 


lie 


Glv 


Lvs 


* 


128 




50 










55 










60 












129 


Glv 


Asn 


Phe 


Ala 


Lys 


Val 


Lvs 


Leu 


Ala 


Ara 


His 


He 


Leu 


Thr 


Gly 


Arg 




130 


65 










70 










75 










80 




131 


Glu 


Val 


Ala 


He 


Lys 


He 


He 


Asp 


Lvs 


Thr 


Gin 


Leu 


Asn 


Pro 


Thr 


Ser 




132 










85 










90 










95 






133 


Leu 


Gin 


Lys 


Leu 


Phe 


Arcr 


Glu 


Val 


Arg 


He 


Met 


Lys 


He 


Leu 


Asn 


His 




134 








100 










105 










110 








135 


Pro 


Asn 


He 


Val 


Lys 


Leu 


Phe 


Glu 


Val 


He 


Glu 


Thr 


Glu 


LVS 


Thr 


Leu 




136 






115 










120 










125 










137 


Tvt 


Leu 


He 


Met 


Glu 


Tvr 


Ala 


Ser 


Glv 


Glv 


Glu 


Val 


Phe 


Asp 


Tvr 

JL 


Leu 




138 




130 










135 










140 












139 


Val 


Ala 


His 


Glv 


Arcr 


Met 


Lys 


Glu 


Lys 


Glu 


Ala 


Ara 


Ser 


Lys 


Phe 


Ara 




140 


145 










150 










155 










160 




141 


Gin 


lie 


Val 


Ser 


Ala 


Val 


Gin 


Tvr 


Cys 


His 


Gin 


Lys 


Ara 


lie 


Val 


His 




142 










165 










170 










175 






143 


Arg. 


Asp 


Leu 


Lys 


Ala 


Glu 


Asn 


Leu 


Leu 


Leu 


Asp 


Ala 


Asp 


Met 


Asn 


He 




144 








180 










185 










190 








145 


Lys 


He 


Ala 


Asp 


Phe 


Gly 


Phe 


Ser 


Asn 


Glu 


Phe 


Thr 


Val 


Glv 


Glv 


Lys 




146 






195 










200 










205 










147 


Leu 


Asp 


Thr 


Phe 


Cys 


Gly 


Ser 


Pro 


Pro 


Tyr 


Ala 


Ala 


Pro 


Glu 


Leu 


Phe 




148 




210 










215 










220 












149 


Gin 


Gly 


Lys 


Lys 


Tyr 


Asp 


Gly 


Pro 


Glu 


Val 


Asp 


Val 


Trp 


Ser 


Leu 


Gly 




150 


225 










230 










235 










240 




151 


Val 


He 


Leu 


Tyr 


Thr 


Leu 


Val 


Ser 


Gly 


Ser 


Leu 


Pro 


Phe 


Asp 


Gly 


Gin 




152 










245 










250 










255 






153 


Asn 


Leu 


Lys 


Glu 


Leu 


Arg 


Glu 


Arg 


Val 


Leu 


Arg 


Gly 


Lys 


Tyr 


Arg 


He 




154 








260 










265 










270 








155 


Pro 


Phe 


Tyr 


Met 


Ser 


Thr 


Asp 


Cys 


Glu 


Asn 


Leu 


Leu 


Lys 


Arg 


Phe 


Leu 




156 






275 










280 










285 










157 


Val 


Leu 


Asn 


Pro 


He 


Lys 


Arg 


Gly 


Thr 


Leu 


Glu 


Gin 


He 


Met 


Lys 


Asp 




158 




290 










295 










300 












159 


Arg 


Trp 


He 


Asn 


Ala 


Gly 


His 


Glu 


Glu 


Asp 


Glu 


Leu 


Lys 


Pro 


Phe 


Val 




160 


305 










310 










315 










320 




161 


Glu 


Pro 


Glu 


Leu 


Asp 


He 


Ser 


Asp 


Gin 


Lys 


Arg 


He 


Asp 


lie 


Met 


Val 
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162 










325 










330 










335 




163 


Gly Met Gly 


Tvr 


Ser 


Gin 


Glu 


Glu 


He 


Gin 


Glu 


Ser 


Leu 


Ser 


Lys 


Met 


164 








340 










345 










350 






165 


Lys 


Tyr 


Asp 


Glu 


He 


Thr 


Ala 


Thr 


Tvr 


Leu 


Leu 


Leu 


Gly 


Ara 


Lvs 


Ser 


166 






355 










360 










365 








167 


Ser 


Glu 


Leu 


Asp 


Ala 


Ser 


Asp 


Ser 


Ser 


Ser 


Ser 


Ser 


Asn 


Leu 


Ser 


Leu 


168 




370 










375 










380 










169 


Ala 


Lys 


Val 


Arq 


Pro 


Ser 


Ser 


Aso 


Leu 


Asn 


Asn 


Ser 


Thr 


Glv 


Gin 


Ser 


170 


385 










390 










395 










400 


171 


Pro 


His 


His 


Lys 


Val 


Gin 


Arq 


Ser 


Val 


Ser 


Ser 


Ser 


Gin 


Lvs 


Gin 


Arq 


172 










405 










410 










415 




173 


Arq 


Tyr 


Ser 


Asp 


His 


Ala 


Gly 


Pro 


Ala 


He 


Pro 


Ser 


Val 


Val 


Ala 


Tvr 

A Jr - 1 - 


174 








420 










425 










430 






175 


Pro 


Lys 


Arg 


Ser 


Gin 


Thr 


Ser 


Thr 


Ala 


Asp 


Ser 


Asp 


Leu 


Lvs 


Glu 


ASp 


176 






435 










440 










445 








177 


Gly 


He 


Ser 


Ser 


Arg 


Lys 


Ser 


Ser 


Gly 


Ser 


Ala 


Val 


Gly 


Gly 


LVS 


Gly 


178 




450 










455 










460 










179 


He 


Ala 


Pro 


Ala 


Ser 


Pro 


Met 


Leu 


Gly 


Asn 


Ala 


Ser 


Asn 


Pro 


Asn 


Lvs 


180 


465 










470 










475 










480 


181 


Ala 


Asp 


He 


Pro 


Glu 


Arg 


Lvs 


Lvs 


Ser 


Ser 


Thr 


Val 


Pro 


Ser 


Ser 


Asn 


182 










485 










490 










495 




183 


Thr 


Ala 


Ser Gly 


Gly Met 


Thr 


Arq 
«j- y 


Arq 


Asn 


Thr 


Tvr 


Val 


Cys 


Ser 


Glu 


184 








500 










505 










510 






185 


Arq 


Thr 


Thr 


Ala 


Asp 


Arg 


His 


Ser 


Val 


He 


Gin 


Asn 


Glv 


Lys 


Glu 


Asn 


186 






515 










520 










525 








187 


Ser 


Thr 


He 


Pro 


Asp 


Gin 


Arq 


Thr 


Pro 


Val 


Ala 


Ser 


Thr 


His 


Ser 


He 


188 




530 










535 










540 










189 


Ser 


Ser 


Ala 


Ala 


Thr 


Pro 


Asp 


Ara 


He 


Ara 


Phe 


Pro 


Ara 

y 


Glv 


Thr 


Ala 


190 


545 










550 










555 










560 


191 


Ser 


Ara 


Ser 


Thr 


Phe 


His 


Glv 


Gin 


Pro 


Arg 


Glu 


Arg 


Arg 


Thr 


Ala 


Thr 


192 










565 










570 










575 




193 


Tvr 


Asn 


Gly 


Pro 


Pro 


Ala 


Ser 


Pro 


Ser 


Leu 


Ser 


His 


Glu 


Ala 


Thr 


Pro 


194 








580 










585 










590 






195 


Leu 


Ser 


Gin 


Thr 


Arg 


Ser 


Ara 


Glv 

vj j- jr 


Ser 


Thr 


Asn 


Leu 


Phe 


Ser 


Lvs 


Leu 


196 






595 










600 










605 








197 


Thr 


Ser 


Lys 


Leu 


Thr 


Arg 


Arq 


Leu 


Pro 


Thr 


Glu 


Tvr 


Glu 


Arq 


Asn 


Gly 


198 




610 










615 










620 










199 


Arg 


Tyr 


Glu 


Gly 


Ser 


Ser 


Arg 


Asn 


Val 


Ser 


Ala 


Glu 


Gin 


Lys 


Asp 


Glu 


200 


625 










630 










635 










640 


201 


Asn 


Lys 


Glu 


Ala 


Lys 


Pro 


Arg 


Ser 


Leu 


Arg 


Phe 


Thr 


Trp 


Ser 


Met 


Lys 


202 










645 










650 










655 




203 


Thr 


Thr 


Ser 


Ser 


Met 


Asp 


Pro 


Gly 


Asp 


Met 


Met 


Arg 


Glu 


He 


Arg 


Lys 


204 








660 










665 










670 






205 


Val 


Leu 


Asp 


Ala 


Asn 


Asn 


Cys 


Asp 


Tyr 


Glu 


Gin 


Arg 


Glu 


Arg 


Phe 


Leu 


206 






675 










680 










685 








207 


Leu 


Phe 


Cys 


Val 


His 


Gly 


Asp 


Gly 


His 


Ala 


Glu 


Asn 


Leu 


Val 


Gin 


Trp 


208 




690 










695 










700 










209 


Glu 


Met 


Glu 


Val 


Cys 


Lys 


Leu 


Pro 


Arg 


Leu 


Ser 


Leu 


Asn 


Gly 


Val 


Arg 


210 


705 










710 










715 










720 
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211 Phe Lys Arg lie Ser Gly Thr Ser lie Ala Phe Lys Asn lie Ala Ser 

212 725 730 735 

213 Lys lie Ala Asn Glu Leu Lys Leu L y /r 

214 740 

216 <210> SEQ ID NO: 4 

217 <211> LENGTH: 2112 

218 <212> TYPE: DNA 

219 <213> ORGANISM: Homo sapiens 

221 <400> SEQUENCE: 4 

222 cccagcagta agtccaacat gattcggggc cgcaactcag ccacctctgc tgatgagcag 60 

223 ccccacattg gaaactaccg gctcctcaag accattggca agggtaattt tgccaaggtg 120 

224 aagttggccc gacacatcct gactgggaaa gaggtagctg tgaagatcat tgacaagact 180 

225 caactgaact cctccagcct ccagaaacta ttccgcgaag taagaataat gaaggttttg 240 

226 aatcatccca acatagttaa attatttgaa gtgattgaga ctgagaaaac gctctacctt 300 

227 gtcatggagt acgctagtgg cggagaggta tttgattacc tagtggctca tggcaggatg 360 

228 aaagaaaaag aggctcgagc caaattccgc cagatagtgt ctgctgtgca gtactgtcac 420 

229 cagaagttta ttgtccatag agacttaaag gcagaaaacc tgctcttgga tgctgatatg 480 

230 aacatcaaga ttgcagactt tggcttcagc aatgaattca cctttgggaa caagctggac 540 

231 accttctgtg gcagtccccc ttatgctgcc ccagaactct tccagggcaa aaaatatgat 600 

232 ggacccgagg tggatgtgtg gagcctagga gttatcctct atacactggt cagcggatcc 660 

233 ctgccttttg atggacagaa cctcaaggag ctgcgggaac gggtactgag gggaaaatac 720 

234 cgtattccat tctacatgtc cacggactgt gaaaacctgc ttaagaaatt tctcattctt 780 

235 aatcccagca agagaggcac tttagagcaa atcatgaaag atcgatggat gaatgtgggt 840 

236 cacgaagatg atgaactaaa gccttacgtg gagccactcc ctgactacaa ggacccccgg 900 

237 cggacagagc tgatggtgtc catgggttat acacgggaag agatccagga ctcgctggtg 960 

238 ggccagagat acaacgaggt gatggccacc tatctgctcc tgggctacaa gagctccgag 1020 

239 ctggaaggcg acaccatcac cctgaaaccc cggccttcag ctgatctgac caatagcagc 1080 

240 gccccatccc catcccacaa ggtacagcgc agcgtgtcgg ccaatcccaa gcagcggcgc 1140 

241 ttcagcgacc aggctggtcc tgccattccc acctctaatt cttactctaa gaagactcag 1200 

242 agtaacaacg cagaaaataa gcggcctgag gaggaccggg agtcagggcg gaaagccagc 1260 

243 agcacagcca aggtgcctgc cagccccctg cccggtctgg agaggaagaa gaccacccca 1320 

244 accccctcca cgaacagcgt cctctccacc agcacaaatc gaagcaggaa ttccccactt 1380 

245 ttggagcggg ccagcctcgg ccaggcctcc atccagaatg gcaaagacag cacagccccc 1440 

246 cagcgtgtcc ctgttgcctc cccatccgcc cacaacatca gcagcagtgg tggagcccca 1500 

247 gaccgaacta acttcccccg gggtgtgtcc agccgaagca ccttccatgc tgggcagctc 1560 

248 cgacaggtgc gggaccagca gaatttgccc tacggtgtga ccccagcctc tccctctggc 1620 

249 cacagccagg gccggcgggg ggcctctggg agcatcttca gcaagttcac ctccaagttt 1680 

250 gtacgcagga acctgaatga acctgaaagc aaagaccgag tggagacgct cagacctcac 1740 

251 gtggtgggca gtggcggcaa cgacaaagaa aaggaagaat ttcgggaggc caagccccgc 1800 

252 tccctccgct tcacgtggag tatgaagacc acgagctcca tggagcccaa cgagatgatg 1860 

253 cgggagatcc gcaaggtgct ggacgcgaac agctgccaga gcgagctgca tgagaagtac 1920 

254 atgctgctgt gcatgcacgg cacgccgggc cacgaggact tcgtgcagtg ggagatggag 1980 

255 gtgtgcaaac tgccgcggct ctctctcaac ggggttcgat ttaagcggat atcgggcacc 2040 

256 tccatggcct tcaaaaacat tgcctccaaa atagccaacg agctgaagct ttaacaggct 2100 

257 gccaggagcg gg 2112 

259 <210> SEQ ID NO: 5 

260 <211> LENGTH: 2112 

261 <212> TYPE: DNA 

262 <213> ORGANISM: Homo sapiens 
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VERIFICATION SUMMARY DATE: 08/08/2001 

PATENT APPLICATION: US/09/919 f 585 TIME: 11:44:02 

Input Set : Ai\PTO_VSK.txt 

Output Set: N:\CRF3\08082001\I919585.raw 

L:18 M:270 C: Current Application Number differs, Wrong Format 
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